
Response to “On the Creationist View on mtDNA” 

Answers Research Journal 10 (2017):183–186.
www.answersingenesis.org/arj/v10/response_mt .pdf

Nathaniel T. Jeanson, Answers in Genesis, PO Box 510, Hebron, Kentucky 41048

Abstract
Frello criticizes papers that he hasn’t carefully read. Not surprisingly, his objections turn out to be 

unfounded.
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Introduction

actually attempt to respond to our claims in peer-
reviewed journals. In light of this practice, I am 

Science is a process of inductive reasoning, and the 
more critical minds that are brought to bear on a 
question, the better.

Denisovans (Homo sp. Altai) are usually considered
fully human, and should therefore be included in such 
analysis unless good reasons for not doing so can be 
given.” Then he proceeds to argue against what he 

and Denisovan sequences. 

“Neanderthals and Denisovans (Homo sp. Altai) are
usually considered fully human, and should therefore 
be included in such analysis unless good reasons for 

to evaluate whether “good reasons for not doing 
so” have been given (see documentation below, in 

Therefore, it is nearly impossible for him to dispute 

Review of Prior Explanations

worth revisiting my previously published reasons for 

fossilized samples), this fact was abundantly clear. In 

° C manual 
defrost (i.e., non-frost-free) freezer, we would discard 

a year, the DNA samples gave unreliable and 

warranted when dealing with DNA that has sat in 

if not thousands, of years.
In fact, evolutionists themselves are well aware 

of this fact. Their published papers on ancient 
DNA reveal their enormous efforts to eliminate 
the hypothesis of DNA degradation. Currently, 
they presume that their methods are adequate. 
Nevertheless, I previously observed that, “Though 

DNA degradation until some independent means 
of evaluating fossil DNA sequences is discovered” 

means of evaluating the reliability of ancient DNA 
that is independent of evolutionary assumptions.

Second, even if we assume that Neanderthal and 

we assume that rates of mtDNA mutation have 
been constant. With respect to the evolutionary 
timescale, current rates of mutation are much too 

alone the origin of Neanderthals and Denisovans 

between ancient DNA samples and modern human 
mtDNA sequences.

Third, if non-constant mutation rates are to 

slowdown to reconcile the current contradictions 
between their predictions and fact. Since current 
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rates of mutation are too high, both for modern and 

selection (i.e., a decrease in the effective mutation 
rate) or to slower past rates in the molecular process 

the rate of mtDNA mutation has yet to be measured. 

do not yet have a published mtDNA mutation rate. 
Since Neaderthals and Denisovans are on the same 
family tree (Homo) as modern people groups (though 
separated via long branches), the evolutionary 

be able to predict the mtDNA mutation rates in these 
people groups. Since evolutionists have yet to do so, 

all the mtDNA differences among modern peoples 

based on this model, I have predicted the rates of 

2016b).

give all evolutionists pause. They themselves have 

Science is . . . a process of acquiring an understanding 
of natural phenomena. This process consists 
largely of posing hypotheses and testing them with 

research requires that we have some way of testing 

data. 
hypotheses is that they are testable. (emphasis his) 

e evolutionary 
model does not. Therefore, my claims of either 
(1) fast mutation rates only in the Neanderthal
and Denisovan lineages or (2) DNA degradation
of Neanderthal and Denisovan DNA have been

Examing Frello’s Criticisms

front of him. To reject my claims about Neanderthal 

ancient human DNA samples and, at a minimum, 

Neanderthals and Denisovans, and to the hypothesis 

various Neanderthal mtDNA-sequences to be at 
least as different from each other as each of them 
are from mtDNA from modern humans.” The 

assumes a particular genealogical relationship 

and if the particular Neanderthal sequences that 
are compared have a close genealogical relationship, 

will be closer to one another than any are to 

sequences to be at least as different from each 
other as each of them are from mtDNA from 

Neanderthal mtDNA sequences to be at least as 
different from each other as each of them are from 
mtDNA from modern humans. I could just as easily 
assert that if the hypothesis of DNA degradation were 

sequences to be closer to each other than any of them 

DNA always force these degrading sequences to 

processes which degrade DNA always force these 
degrading DNA sequences along similar chemical 
pathways, thus preserving their sequence similarity. 

for either modern mtDNA sequences or ancient 

themselves, this is not science.
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Frello’s Failure to Read ur Literature

with his methodology.
ARJ papers 

claims the following:

Neanderthals, Denisovans and Homo heidelbergensis 
in the analysis of human ancestry, but dismisses the 

and speculates that their divergence from modern 
humans is due to high mutation rates or unreliable 

do not include Neanderthals or Denisovans in the 

he criticizes, he would have noticed that both the 

comment on Neanderthal and Denisovan sequences. 

survive without degradation for thousands of years, 
as Criswell (2009) has already discussed. Though 

DNA degradation until some independent means of 
evaluating fossil DNA sequences is discovered. Until 
then, the reliability of fossil DNA sequences will 
remain a perpetual mystery.

2015b:
The results of this study demonstrate that the 
current rate of mtDNA mutation in non-Africans 
is predictable from the young-earth timescale and 

underscores the previous contention that DNA 
sequences from fossils are too degraded to be useful 

criticizes.

on fossil DNA in three papers prior to 2016. Thus, I 

response does a poor job restating my reasons (and 

of Neanderthal and Denisovan DNA sequences. 

mutation rates or unreliable sequencing”). In other 
instances, he sees three (“All in all, three suggestions 

of generation time.”). If you tally all of the reasons 
he cites, you discover a total of four (high mutation 
rates, unreliable sequencing, contamination, and no 

literature, he would have been able to articulate 
our position much more accurately. As we 

African mtDNA sequences and non-African mtDNA 
living humans. I 

have read the titles and abstracts of our publications 
(which mention generation times), but not much 
more (i.e., he has not shown evidence of having read 

detail which mtDNA sequences were used and which 
ones were not). 

history, not of carefully reading and evaluating the 
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read my previously published papers, his response 

In summary, though I am encouraged that critics 

disappointed that this particular attempt displays 

trying to critically evaluate them.
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