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Supplementary figure 1. Elbow plot for the Crocodylia analysis showing the total within sum of squares 

value for each cluster, calculated from the mtDNA sequence similarity matrix. 

  



 

Supplementary figure 2. Silhouette plot for the Crocodylia analysis showing the average silhouette 

width for each cluster, calculated from the mtDNA sequence similarity matrix. 

  



 

Supplementary figure 3. MDS plot for the Crocodylia analysis showing the four putative clusters in 

two-dimensional space. 


